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Fold Change
Protein Name Accession No.  Mascot Score  Identifed Peptide Sequence® (dpkaE/M145)  p-value
hypothetical protein SCO5653 25.34 VTAGSRAAAGPAGSRAAGAAR  0.487 0.003
anti-sigma factor antagonist BldG ~ [SC03549 68.66 DSTGLGVLVGGLK 0.376 0.005
cell division protein FtsZ SCO2082 63.18 VTVIAAGFDGGQPPSKR 0.618 0.025
phosphopyruvate hydratase SCO3096 28.38 AAVPSGASTGAFEAIELR 0.364 0.029
protein kinase SCO6626 26.74 VDEASSYLTTGAWR 0.523 0.039
methyltransferase SCO5146 33.59 TIDSGPQPTEVLR 0.367 0.042
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